10). Conjugative plasmids in E coli J53 that harbored the fosA3 gene were shown to be IncFII. S1 pulsed-field gel electrophoresis (PFGE) confirmed that plasmids of two different sizes (ϳ80 kb and ϳ45 kb) were detectable in both isolates, with the conjugative plasmid being the larger one (Fig. 1A) . Southern hybridization showed that the fosA3 gene was present in the ϳ80-kb conjugative plasmid (Fig. 1A) . Genetic-environment analysis showed that the fosA3 gene was surrounded by two IS26 elements with a genetic structure of IS26-fosA3-orf1-orf2-orf3-IS26. An identical structure was first reported for plasmids from clinical E. coli isolates in Japan, South Korea, and Hong Kong (3, 4, 6, 11) .
Importantly, a PCR assay revealed the presence of a ␤-lactamase gene, bla CTX-M-55 , on the conjugative plasmids recovered from strains S76 and S79; the result was confirmed by Southern hybridization (Fig. 1B) . Primers targeting IS26 and bla CTX-M-55 identified a gene cassette, IS26-bla TEM-1 -orf20-bla CTX-M-55 -IS26, in the conjugative plasmids pS76 and pS79 (Fig. 1C) . The genetic structures of fosA3 and bla CTX-M-55 were very similar to that of a previously identified plasmid, pHK23a, except that the bla CTX-M-55 and bla CTX-M-4 elements were found in pHK23a and pS76/pS79, respectively (11) . However, the length or nature of linkage between fosA3 and bla CTX-M-55 genetic structures in pS76 and pS79 was different from that of pHK23a, since an attempt to amplify the linkage region between the fosA3 and bla CTX-M-55 structures in pS76 and pS79 was not successful. Restriction fragment length polymorphism (RFLP) analysis confirmed that pS76 and pS79 were structurally different from pHK23a (data not shown). So far, four different genetic structures representing a typical fosA3 cassette, IS26-fosA3-orf1-orf2-orf3-IS26, and cefotaxime resistance determinants, respectively, have been identified. In pHK23a, the IS26-bla TEM-1 -orf20-bla CTX-M-55 -IS26 cassette is located downstream of the fosA3 cassette, whereas in the other two genetic structures, the bla CTX-Ms cassette was upstream of the fosA3 cassette. In one of the genetic structures, the bla CTX-M cassette is truncated. These data suggest that a typical fosA3 cassette could be randomly inserted into the adjacent area of the bla CTX-Ms cassette, forming different genetic structures. In pS76 and pS79, the two cassettes were separated by a distance (Fig. 1C) , suggesting that an IS26-flanked antimicrobial resistance cassette can be inserted into the hot spots in plasmids forming multiple resistance gene clusters in the plasmid. In addition to the typical fosA3 cassette IS26-fosA3-orf1-orf2-orf3-IS26, several C-terminally truncated forms, such as IS26-fosA3-orf1-orf2-IS26, IS26-fosA3-orf1-⌬orf2-IS26, and IS26-fosA3-⌬orf1-IS26, have been detected in plasmids recovered from E. coli isolates, suggesting that IS26 transposition activities mediated the formation of the fosA3 cassette (2, 10).
In conclusion, this study has for the first time identified and characterized a conjugative FII plasmid carrying both IS26-mediated bla CTX-M-55 and fosA3 gene cassettes in two Salmonella isolates. The fact that this genetic arrangement is similar to that observable in E. coli suggests the possibility that this plasmid can circulate among members of Enterobacteriaceae. The association of the fosA3 gene with bla CTX-Ms could eliminate the possibility of using fosfomycin as an alternative treatment approach, which may be effective for treatment of multidrug-resistant Salmonella infection. Further monitoring of transmission of the fosA3 gene is necessary.
